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uals and were examined for presence of acid-fast bacilli by
microscopy and culture.
Results: Of the 6913 eligible individuals, 6519 (94.3%)
were screened for the presence of chest symptoms and
562 (8.6%) had chest symptoms. Sputum samples were col-
lected from 529 (94.1%) symptomatic individuals. A total
of 33 sputum positive cases were detected, with the over-
all prevalence of 5.4 per 1000 population. Prevalence of
pulmonary tuberculosis was higher in males (7.4/1000) as
compared to females (3.6/1000). However, the difference
was not statistically signiﬁcant (2 = 2.37, p > 0.05).
Conclusion: The ﬁndings suggest that the tuberculosis
is a public health problem among tribal population of the
district. There is an urgent need to intensify tuberculosis
control measures on a sustained and long term basis in this
area.
doi:10.1016/j.ijid.2008.05.904
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Background: Molecular epidemiological studies of M.
tuberculosis strains by using DNA ﬁngerprinting have pro-
vided valuable information about mechanism of transmission
of tuberculosis. However there are limited number of epi-
demiological studies conducted in India which comprised
small number of patients. In this study we investigated
the genetic polymorphism among Mycobacterium tubercu-
losis (M. tuberculosis) isolates of northern region of India
by restriction fragment length polymorphism (RFLP) also
attempted to ascertain correlation between IS6110 based
ﬁngerprints and drug resistance pattern.
Methods: DNA ﬁngerprinting of 100 clinical isolates of M.
tuberculosis obtained from patients with conﬁrmed TB from
northern India was carried out using restriction fragment
length polymorphism (RFLP) associated with IS6110 element
in M. tuberculosis genome. RFLP patterns of PvuII digested
genomic DNA of theseM. tuberculosis isolates were analyzed
by southern blotting using 245 bp IS6110 probe.
Results: Most of the isolates (90/100) had IS6110 element
and substantial degree of polymorphism was seen among the
M.tuberculosis isolates. The range of IS6110 copies varied
from 0 to14 and there was predominance of the isolates with
11 bands and 6M.tuberculosis isolates had only single band
& No W-Beijing strain was found. High copy number of DNA
bands (more than ﬁve bands) was present in 75 isolates and
Low copy number (less than six bands) in 15 isolates. Of 7
clusters, 6 were found in Multiple drug resistant (MDR-TB)
strains and RFLP pattern had no relation to drug resistance.
No correlation could be observed with any particular MIC or
geographical location.
Conclusions: High degree of genetic polymorphism was
seen amongst M. tuberculosis isolates of northern region of
India. There was no correlation between IS 6110 copy num-
ber and drug resistance. Moreover no case of relapse and
transmission was seen among these patients.
doi:10.1016/j.ijid.2008.05.905
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Introduction: Tuberculosis (TB) kills 2 million people each
year in the world, of which 250,000 are children. (WHO
2004). Childhood tuberculosis remains a disease of great
concern because its occurrence always indicates recent
transmission and is a pivotal indicator of effectiveness of
TB control efforts. The diagnosis of paediatric tuberculo-
sis is challenging and requires a high index of suspicion in
the presence of suggestive clinical and laboratory ﬁndings.
Objectives: The present study investigated the prevalence,
clinical and bacteriological features and outcome of paed-
itric tuberculosis in patients attending a teaching hospital
at Kota Bharu, Kelantan, Malaysia.
Methods: All registered paediatric tuberculosis cases
recorded in Hospital Universiti Sains Malaysia at Kota Bharu
during ﬁve years period from 2003—2007 were included in
the study. All the data were transferred to a validated ques-
tionnaires and SPSS version 12.0 were used for data analysis.
Age, site of infection, laboratory ﬁndings and patients’ out-
comes were analysed.
Results: Out of 975 cases of tuberculosis in HUSM, pae-
diatric tuberculosis represents 2.6% (n = 25). Out of these
25 cases, only 18 cases were available for further analysis.
Extrapulmonary tuberculosis was more common in paedi-
atric patients, where it represent 72% (n = 13), whereas
pulmonary tuberculosis only occurred in 39% (n = 7). 11%
(n = 2) of patient were having both extrapulmonary with pul-
monary involvement. Among extrapulmonary tuberculosis,
TB meningitis was the commonest where it represent 22%
(n = 4), Other sites include TB lymph nodes, TB bone, peri-
cardial TB and also pleural tuberculosis. Majority of cases,
94.4% (n = 17) were smear negative, whereas culture were
positive in 22.2% (n = 4). Overall case fatality rate was 22.2%
(n = 4), and it was all (100%) from TBmeningitis. In our series,
HIV coinfection occurs in only 5.5% (n = 1) of cases.
Conclusion: Peadiatric tuberculosis is still prevalent in
our region and its diagnosis is difﬁcult thus requires high
index of suspicion.
doi:10.1016/j.ijid.2008.05.906
